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This course is not o
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Description
Overview of high-throughput proteomic technologies commonly 

employed to study the localization and function of all proteins in an 

organism, and the bioinformatic approaches to analyze raw data and 

deposit them in proteome databases.

• Prerequisite: Enrolment in Bioinformatics option program or 

permission by coordinators.

• Note: The course is inter-disciplinary and is targeted to students 

with di
erent scienti+c backgrounds. A substantial portion of marks 

will be given based on practical assignments.

Most students use Visual Schedule Builder (VSB) to organize their 

schedules. VSB helps you plan class schedules, travel time, and more.

Launch Visual Schedule Builder

https://vsb.mcgill.ca/vsb/criteria.jsp

